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Yeasts and fermentation: progress brought by genomic data
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Takeshi Akao (National Research Institute of Brewing)
“A new image of sake yeast from the genomic perspective”
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Masako Takashima (Tokyo NODAI Research Institute, Tokyo University of Agriculture)
“Taxonomy: bridging basic and applied studies of yeasts”
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Yoko Yashiroda (RIKEN Center for Sustainable Resource Science)
“Function and biological significance of oxylipins in nitrogen metabolism regulation in

Schizosaccharomyces pombé”
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Chris Todd Hittinger (Professor of Genetics, University of Wisconsin-Madison)

“The genomic making of yeast metabolic and ecological diversity”
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Shunichi Nakayama (Department of Fermentation Science and Technology, Faculty of Applied
Bioscience, Tokyo University of Agriculture)
“Effects of genes specific to sake yeast on quality of Japanese sake”
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Koji Kasahara (Department of Molecular Microbiology, Faculty of Life Sciences, Tokyo University
of Agriculture)
“Novel regulatory mechanism for transcription of ribosomal protein genes in budding yeast
Saccharomyces cerevisiae’
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Hiroshi Takagi (Institute for Research Initiatives, Nara Institute of Science and Technology)
“Proline utilization mechanism in yeast and its application to alcoholic beverage brewing”
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